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Title: Analysis of genetic diversity and inbreeding in populations of the eastern
massasauga rattlesnake in western Pennsylvania

Author: Dr. Ann E. Throckmorton, Department of Biological Sciences, Westminster College
New Wilmington, PA

Abstract: The eastern massasauga rattlesnake, Sistrurus catenatus catenatus, was once locally
common in western Pennsylvania. However, because of habitat destruction and
human encroachment, the species is currently found in only eight localities in Butler,
Mercer, and Venango counties. Of the 32 populations within those localities, one is
considered secure, eight are declining or presumed to be declining, and the status of
the remaining 23 populations is unknown. In this study, blood from snakes at three
sites was subjected to microsatellite analysis to estimate heterozygosity, inbreeding,
and number of unique microsatellites in each population. The analysis revealed that
there is low genetic diversity within and among snake populations and that significant
inbreeding has occurred. This has significant implications for efforts to maintain,
augment, or relocate snakes in an effort to preserve the species in western

Pennsylvania.

Title: Effects of Zebra and Quagga Mussel (Dreissena spp.) Invasion on the Feeding
Habits of the Stinkpot (Sternotherus odoratus) on Presque Isle, Northwestern
Pennsylvania.

Authors: Patterson, J.C.*, Lindeman, P.V. 2006. Effects of Zebra and Quagga Mussel

(Dreissena spp.) Invasion on the Feeding Habits of the Stinkpot (Sternotherus
odoratus) on Presque Isle, Northwestern Pennsylvania. Edinboro University,
Edinboro, PA 16412

Abstract: The dietary patterns of the stinkpot (Sternotherus odoratus) were investigated in
northwestern Pennsylvania on Presque Isle, Lake Erie. Three taxa were most
prevalent in fecal samples: zebra and quagga mussels, small snails, and trichopteran
larvae. The data showed significant positive correlations between the percent
consumption of zebra and quagga mussels and the width of both the head and alveolar
surfaces. Turtles with wider heads and alveolar surfaces tended to prefer zebra and
quagga mussels over freshwater snails. The results indicate a shift in dietary
preference with increasing size of the trophic apparatus. The stinkpot is the second
turtle species at Presque Isle reported to prey heavily upon invasive mussels.
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Geographic Movements of the Common Snapping Turtle (Chelydra serpentina
serpentina) on Presque Isle State Park, Erie Pennsylvania

Jennifer. R. Hughes*- Penn State-Erie, The Behrend College, Jeanette. L. Schnars —
School of Forest Resources, Pennsylvania State University

Presque Isle State Park has a number of unique ecological zones including a lagoon
system that opens to both Presque Isle Bay and Lake Erie. Common snapping turtles
are normally localized in a home pond with the seasonal movements of gravid
females to lay eggs. Our study is presently looking at the movement of snapping
turtles throughout the lagoon system to determine if they move into the bay or the
lake due to seasonality. Aquatic turtle trapping was employed to capture three male
snapping turtles. A single-stage radio transmitter was attached to the carapace of
each turtle and has the potential of 12-18 months. Each turtle was released at the
capture site and monitored 2-4 times a week during the summer months and are
currently being tracked at once every 12-14 days throughout the fall and winter
months. Upon identifying their location, environmental parameters are recorded.
Thus far, the turtles have been found in a centralized location near the point of
release. As the study progresses, our objectives are to determine their over-wintering
location, location during the reproductive season, and the possible relationship
between water temperature and their movements.

The Response of Neonate Snapping Turtle (Chelydra serpentina
serpentina) Hatchlings to a Moisture Gradient

Melanie A. Brewer*, Penn State-Erie, Jeanette L. Schnars, Penn State University Park

Upon emerging from the nest cavity, turtle hatchlings use a variety of cues to locate
water. Freshwater turtles may encounter more obstacles when locating a home pond
since their parameters are often lined with thick vegetation. The objective of this
study was to determine the response of neonate snapping turtle hatchlings (Chelydra
serpentina) toward a moisture gradient. Snapping turtle nests were located and
excavated at Presque Isle State Park during June 2007. A total of 194 eggs were
excavated and incubated at the Tom Ridge Environmental Center. After hatching and
complete absorption of the yolk, neonate hatchlings were tested in an enclosed
rectangular arena with a controlled moisture gradient on the substrate. The first
experiment used a constant high moisture substrate (40% H,0) throughout the arena
to establish there was a no preference response of the hatchlings (p=0.5). The next
experiment used a moisture gradient of no moisture to high moisture (0 - 40% H,0)
spanning one end to the other of the arena. Hatchlings were released at the midpoint
of the arena and their movements of no moisture or high moisture were recorded.
Hatchlings were found to significantly prefer a moist substrate (p = 0.003). This

information provides insight into one of the many cues neonate hatchlings rely upon
to locate ponds.
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Using leg bands and radio telemetry to study dispersal and use of the Presque
Isle roost by Purple Martins (Progne subis).

E. K. Pifer*, J. Tautin, Purple Martin Conservation Association, 301 Peninsula Drive,
Ste. 6, Erie, PA 16505

East of the Rocky Mountains, Purple Martins (Progne subis) nest almost exclusively
in housing provided by humans. This dependency, their tractable nature, and their
strong fidelity to nesting colonies, make Purple Martins ready subjects for banding
based studies. The Purple Martin roost on the bay of Presque Isle is active from mid-
July until mid-September. In order to study dispersal in both adults and juveniles, the
Purple Martin Conservation Association reads bands each summer at a staging area
on Beach 11 of Presque Isle State Park. Additionally, in 2007 radio transmitters were
attached to 16 fledgling martins to study post-fledging dispersal and roost use.
Results from the Purple Martin Conservation Association’s long-term banding
program, as well as preliminary results from radio telemetry studies are presented.

Bird Banding at Presque Isle State Park: Past, Present and Future

Dr. Sarah Sargent* (NW PA Important Bird Area Coordinator, Audubon
Pennsylvania, 301 Chestnut St., Meadville, PA 16335) and Lauren Glorioso (Senior,
Environmental Science, Allegheny College, Meadville, PA 16335)

On August 1, 2007, we began mist netting and banding land birds at the same
location on Presque Isle that has been used since the 1960s by Ron Leberman. We
will report on the total birds we band through the end of October, 2007, and compare
our results to summaries of earlier banding at PISP by both Ron Leberman and Jean
Stull (Cunningham). More than 63,000 birds of 134 species have been banded at
PISP starting in 1960, and we plan to use this long-term dataset to look for evidence
of shifts in timing of migration possibly resulting from global climate change.

Small Wind Turbines, Birds, and Bats: A Study Underway at TREC, Presque
Isle, PA

Kenneth W. Andersen, Ph. D., Gannon University

An investigation of the possible effect of a 10 kwh wind turbine supported on a 120
ft. mono-pod tower at TREC on birds and bats was initiated in late October, 2006 and
is still ongoing. A goal of the study is to determine if the turbine kills birds and bats
and if so, under what conditions. A search for carcasses of birds and bats near the
tower occurs daily. None has been found. An effort to understand the relationship of
birds and bats with the tower is being investigated by learning what species of these
animals appear at the tower site. This is accomplished through diurnal observations
and by recording nocturnal flight calls of birds and bats. This report will discuss the
present status of our recording and evaluation of bird flight calls.
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Bat Activity Near a Small Wind Turbine: A Study Underway at TREC Presque
Isle, Pa

Jacob Spittler*, Kenneth W. Andersen, Steve Ropski, Gannon University

As part of the potential bat mortality study at the location of the recently installed
wind turbine at the TREC, a monitor has also been set up to identify the species of
bats that are active in the area. The ongoing study began in June of 2007 with the
placement of an ultrasound bat detector on site to record the calls of the bats feeding
in the area . Calls were recorded from approximately sundown until sunup.. Once
the recordings were taken they were analyzed using SCANR software and identified
using known calls as references. Currently the calls from one day each week are
being analyzed to get an idea of the species present. The weather data for the days
being analyzed will also be looked at to see how what effect it has on bat activity.

This presentation will discuss the progress that has been made with the identifications
and what is planned for the future.

Trends in Fish Assemblages in the Lower Great Lakes: 1993 — 2007

Denise L. Clay*, Biological Science Technician

Michael A. Goehle, Aquatic Nuisance Species Coordinator — Northeast Region
Sandra M. Keppner, Outreach Coordinator

U.S. Fish & Wildlife Service Lower Great Lakes National Fish and Wildlife
Conservation Office

Since 1993, the Lower Great Lakes National Fish and Wildlife Conservation Office
(LGLNFWCO) Aquatic Invasive Species Program has conducted field surveillance
for Eurasian Ruffe (Gymnocephalus cernuus) in the Lower Great Lakes. These
surveys included bottom trawling in seven harbor locations along the U.S. shore of
Lake Erie, and one location on Lake Ontario. Data was collected as part of the Great
Lakes Ruffe Control Committee’s basin-wide surveillance efforts. Surveys were
conducted twice per year (May and September) at Toledo, Sandusky, Cleveland,
Ashtabula, and Conneaut, OH; Presque Isle (Erie), PA; Buffalo and Rochester, NY.
Fish assemblage data, spanning 14 years and including 26,581 collected and
identified from the Lower Great Lakes, was analyzed and a summary report was
prepared. Various tends were noted including changes in fish abundance since the

introduction of Round Goby, Apollonia (Neogobius) melanostomus into the St. Clair
River in 1990.
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Use of Fish Community Structure to Assess the Condition of Fourmile Creek
(Erie Co., PA)

K.M. Smith*, E.C. Phillips, G.M. Andraso, Biology Department, Gannon University

A number of projects on Fourmile Creek (Erie Co., PA) are expected to improve the
quality of the stream. For example, the removal of the Spring Creek Dam (Station
Road) and a concrete-capped waterfall (Penn State Behrend property) will help
restore free-flow to the stream, thereby decreasing sedimentation. We assessed the
fish community at 12 sites on Fourmile Creek to get a better understanding of the
conditions in the stream prior to improvement projects. Fish assessment work
indicated that the stream is in fair condition. We found low species diversity (only
seven species were captured), an indication of relatively low stream quality. For
comparison, we have found as few as one or as many as 20 species present in other
Pennsylvania tributary streams of Lake Erie. The blacknose dace (Rhinichthys
atratulus), a species tolerant of habitat degradation, composed nearly half of the catch
in Fourmile Creek. In contrast, intolerant species such as darters were conspicuously
absent from sites on Fourmile Creek, but were abundant at some locations on other
streams. We also used the Index of Biotic Integrity (IBI) to determine stream quality.
The IBI uses 12 metrics (total number of species, number of intolerant species,
percent dace species, etc.) to generate a single value that can range from 12 (very
poor quality) to 60 (excellent quality). The IBI for the sites on Fourmile Creek
ranged from 18 (very poor) to 34 (marginally good). For comparison, IBI at sites on
other tributaries ranged from 20 (poor) to 54 (excellent). The average IBI for the 12
sites on Fourmile Creek was 29, indicating that the stream as a whole is in fair
condition. The baseline assessment conducted in this study and future monitoring
will allow us to determine the impact of stream improvement projects on the fish
assemblage and overall quality of Fourmile Creek
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Movement of Brown Bullheads in and around Presque Isle Bay, Lake Erie.

Millard, M.J', Smith, D.R.%, Grazio, 1., Obert, E.C.*, Grise, S.**, Wellington, C.G.
‘. Wellington, R.J.*, Rafferty, S.D.%, 'U.S. Fish and Wildlife Service, Northeast
Fishery Center, Lamar, PA, 16848; U.s. Geological Survey, Leetown Science
Center, Kearneysville, WV, 25430, PA Sea Grant, Lake Erie Office, T. Ridge
Center, Erie, PA, 16505; ‘PA Dept. of Environmental Protection, Office of the Great
Lakes, T. Ridge Center, Erie, PA, 16505.

Presque Isle Bay was listed as the 43™ Area of Concern by the U.S. Department of
State in January 1991. Tumors and other deformities in the brown bullhead were one
of the key beneficial use impairments of Presque Isle Bay leading to this listing. The
root cause of the fish tumor beneficial use impairment is unknown. Recent work has
called into question whether or not the brown bullhead population is truly confined to
the waters of Presque Isle Bay. We proposed to test the hypothesis that brown
bullhead migrate in and out of Presque Isle Bay through the single entrance channel
to the bay. We used radiotelemetry to monitor the movements of adult brown
bullhead in and around Presque Isle Bay. Forty-nine adult brown bullheads were
surgically implanted with radiotransmitters in June 2006. Fish were captured from
both within the bay and outside the bay (Thompson Bay), tagged and subsequently
released near point of capture. Remote radiotelemetry receivers with integrated
dataloggers were positioned around the bay and the entrance/exit channel to detect
movement of radiotagged fish. Weekly manual tracking was also performed. We

present results on movement of brown bullhead in Presque Isle Bay between June and
November 2006.
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A Molecular and Morphological Investigation into the Hybridization of Brown
Bullhead and Black Bullhead in P. 1. Bay.

John Cingolani, Penn State University, University Park, PA.

The Brown Bullhead is a bottom-dwelling fish native to the Great Lakes that is
commonly used to determine tumor prevalence in degraded aquatic environments.
Brown Bullheads are in constant contact with benthic sediments due to their feeding
habitats which may naturally expose them to industrial wastes and other contaminants
trapped in bottom sediments. In 1991, the United States Department of State listed
Presque Isle Bay, Lake Erie, Erie, Pennsylvania, as an Area of Concern of aquatic
habitat for the primary impairments of sediment contamination and high incidences of
tumors in Brown Bullheads. It was proposed by Eric C. Obert, extension director of
Pennsylvania Sea Grant that the Brown Bullhead population with tumors in Presque
Isle Bay may be a hybrid within the genus dmeiurus. Studies of hybrid fishes have
shown that hybrids and succeeding backcross generations are highly sensitive to
pollutants, while the parental wild species are less susceptible. The purpose of this
study is to determine if fish identified as Brown Bullheads from Presque Isle Bay,
Lake Erie are truly Brown Bullheads or if there is evidence of hybridization and
introgression with Black Bullheads. Genetically, over half of the bullheads sampled
and examined using microsatellite DNA were identified as having all Ameiurus
nebulosus alleles, but multi-locus nuclear genotypes suggest the presence of extensive
backcrossing between Ameiurus nebulosus and Ameiurus melas in Presque Isle Bay.
Morphological and meristic analysis indicates what is likely being collected as a
Brown Bullhead is morphologically a Brown Bullhead but a few intermediate species
were identified. External abnormalities rates were the same for Brown Bullhead and
those identified as having some Black Bullhead alleles in their nuclear DNA.

Continued use of the Brown Bullhead in Presque Isle Bay for tumor studies appears
appropriate.
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Lyme Disease in Presque Isle State Park

Brown DMI, Addis Bz, Matlock, Kl, Flanagan J2, Larson Sl, Fulford DEZ, Rebar CEz,
and Keller CC'*- 'Laboratory of Human Pathogens, Lake Erie College of Osteopathic
Medicine, Erie, PA, 2Edinboro University of Pennsylvania, Edinboro, PA

Objectives: The wooded areas of Presque Isle State Park contain high numbers of
Ixodes scapularis, the black-legged tick. This tick transmits Borrelia burgdorferi, the
causative agent of Lyme disease, which manifests as arthritis-like symptoms. The
white-footed mouse has been reported to be the reservoir for B. burgdorferi. Since
Presque Isle is estimated to have over 4 million annual visitors, there is a very high
risk of transmission of Lyme disease to people. Therefore, we investigated the
prevalence of Lyme disease in ticks and mice on Presque Isle.

Methods and results: Adult (n=193) and nymph-stage (n=14) Ixodes scapularis ticks
were acquired using a collection flagging method and DNA was isolated from
individual ticks. Mice were trapped with Sherman, folding live traps (8 X 9 X 23
cm), sexed, weighed, and ear tagged for future identification. A 1.5 mm ear tissue
biopsy was obtained and stored in 70% ethanol. The number of infected ticks was
determined by amplifying B. burgdorferi 16S genomic DNA by PCR and visualizing
the resulting fragments by gel electrophoresis. The infectivity rate in adult ticks was
55.4% (107 of 193) and 34.0% (18 of 53) in nymph ticks. The prevalence of B.
burgdorferi in white-footed mice is currently being conducted.

Conclusions: Determining the prevalence of B. burgdorferi-infected ticks is an
important public health concern, since the vector is present in high numbers in areas
of Presque Isle State Park frequented by visitors. In addition, the high percentage of
infected adult . scapularis ticks and the low number of white-footed mice caught on
Presque Isle suggests that there may be another reservoir for B. burgdorferi.



Title:

Authors:

Abstract:

Resolution of the Phylogenetic Position of the Northern Bobwhite, Colinus
virginianus: Using Complete D-loop Sequences of the Chukar Partridge, Ruffed
Grouse and Ring-Necked Pheasant to Reconstruct a Phylogeny

Frederic J. Brenner*, Durwood B. Ray*, [an T. Lamborn, Peter McPherson, Matthew
R. Latini, and Joshua P. Haggan, Department of Biology, Grove City College, Grove
City, PA 16127 USA

Despite being a focal point of research amongst ornithologists, phylogenetic
descriptions of the order Galliformes are extremely inadequate due to poor scope and
low number of samples. Most notably is the total lack of complete D-loop sequences
for any bird in the family Odontophoridae which contains the highly researched New
World quails. Thus it is not possible to molecularly classify the family
Odontophoridae or any species within it through D-loop based phylogenetic
reconstruction, arguable the most dependable and accurate partial reconstruction
technique. Here we have sequenced the complete D-loop of Colinus virginianus, the
northern bobwhite, for the first time in conjunction with the D-loops of the chukar
partridge, ruffed grouse and ring-necked pheasant in order to obtain the first
phylogenetic picture of Odontophoridae and to augment the deficiency of scope and
samples depriving us from a widely accepted Galliformes phylogeny. Our analysis
classifies the family Odontophoridae as a distinct from Numididae, Tetraonidae and
Phasianidae (P < .01), and suggests that it is the most basal family yet to be analyzed
in one of the oldest avian orders known to man. The detail of the phylogeny
reconstructed from complete D-loop sequences alone substantiates the potential and
accuracy of the D-loop as an authority in the study of closely related eukaryotic
species. Furthermore, general contributions have been made through the discovery of
two new single nucleotide polymorphisms (SNPs) in the chukar partridge and ring-
necked pheasant and a new sequenced haplotype for a Western Pennsylvania
subpopulation of the ruffed grouse.
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Possible Roles of Barometric Pressure and Relative Humidity in
“FloweringSuppression” of Indian Woodoats (Chasmanthium latifolium)

Stephen P. Jenkins, Grove City College

Few studies have looked at the effects of transient meteorological conditions on
flowering phenology. To address this deficiency, 28 inflorescences of Chasmanthium
latifolium were studied to determine the timing, frequency, and duration of flowering
activity. In this study, each spikelet of each actively flowering inflorescence was
examined daily from July 18 to August 26, 2006 (40 consecutive days) for the
presence of open florets. Over the course of the study, 6,275 open florets were
observed on 666 spikelets. Meteorological data from a nearby NOAA weather station
were compared with C. latifolium flowering data.

In general, flowering activity, once initiated in an inflorescence, rose rapidly to a
peak, and then declined more gradually. Superimposed onto this generalized
flowering profile were seven “flowering suppression” events. These suppression
events were distinguished as days in which the number of open florets on an
inflorescence was reduced by at least 75% compared to both the preceding and the
following days. Flowering suppression was particularly heavy on three days (23 July,
28 July, and 4 August), in which between 45% and 92% of inflorescences were
suppressed.

Meteorological measurements (wet bulb temperature, relative humidity, barometric
pressure, wind speed, and other atmospheric conditions) and meteorological changes
(of temperature, relative humidity, and barometric pressure) were statistically tested
for correlation with percent reductions in flowering activity of C. latifolium on
flowering suppression days. Flowering suppression was most strongly correlated
with periods of relative humidity > 90% in the preceding 24 hours (r= 0.938), and
also with low barometric pressures < 28.7 inches Hg in the preceding 48 hours(r=
0.892). The results suggest that C. latifolium, a wind-pollinated species, may respond
to adverse weather conditions with a novel “flowering suppression” behavior.
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2007 Bacterial Water Quality Assessment of Presque Isle Bay, Erie,
Pennsylvania

Nicole Phinney*, Jerry Covert - Regional Science Consortium, TREC

Presque Isle State Park is a seven-mile long migrating peninsula, located on Lake
Erie, that curves to the east forming a 3, 718 acre Bay for the city of Erie,
Pennsylvania. Presque Isle Bay was designated the 43" Great Lakes Area of Concern
by the U.S. Department of State in January of 1991. In 2002, the Bay was announced
as in the Recovery Stage. Although vast improvements have been seen in the health
of the Bay, the state of the bacterial water quality has yet to be assessed in depth.
Presque Isle State Park, using the U.S. EPA standards, posts swimming advisories
when E. coli levels are greater than or equal to 235 Colony Forming Units/100ml, but
less than 999 CFU/100ml and posts a swimming restriction when the levels are
greater than or equal to 1000CFU/100ml). Furthermore it is also important to
determine the source of the bacterial contamination i.e. human or non-human. This
can be determined by identifying levels of Bacteroides which can be accomplished
using Real-time PCR. This study aimed to investigate the bacterial water quality and
bacterial sources of Presque Isle Bay, Erie, Pennsylvania. This investigation found
that the bacterial levels within the Bay both before and after a storm series are within

a swimmable range. The Bacteroides analysis results will be available at the
Symposium.
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Modeling the Release and Transport of Coliform Bacteria From Selected
Watersheds to the Nearshore Pennsylvania Waters of Lake Erie with
Implications for Bacterial Contamination of Presque Isle Beaches

Kevin Caffrey*, MS Candidate, Harry R. Diz, Ph.D., PE, Associate Professor
Department of Environmental Science & Engineering, Gannon University

The beaches of Presque Isle State Park, Erie, PA, like many other Great Lakes
beaches, have had far too many occasions when high bacterial counts have forced
closure of the beaches to bathers. The park is the most visited state park in
Pennsylvania and each year draws hundreds of thousands of beach-goers from

hundreds of miles away. It is the only Lake Erie beach access for most citizens in the
entire region.

It has been suggested that the source of the bacteria is the abundant wildlife of the
area, including a large community of waterfowl (the local-source hypothesis). Others
have suggested that bacteria are exported during storm events from streams to the
west of the park, are transported by wind-driven currents eastward along the Lake
Erie shoreline, and are drawn into the surf area of the beaches (the remote-source
hypothesis). Both mechanisms may be occurring under various climatic conditions.

The goal of this component of the overall study was to investigate the remote-source
hypothesis by modeling the release and transport of coliform bacteria from selected
watersheds to Lake Erie, and then transport along the Pennsylvania Lake Erie
shoreline. The watersheds to be studied are those of Elk Creek and Walnut Creek.
These are the largest watersheds which discharge water and sediments to Lake Erie
just to the west of the Presque Isle peninsula, and have been previously identified by
the PA DEP and Erie County Department of Health as being the most likely major
sources of coliform bacterial contamination. The successful implementation of the
model(s) will aid in the explanation of the occasional appearance of unacceptably

high concentrations of coliform (especially E. coli) bacteria in the bathing waters of
the beaches of Presque Isle State Park.
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Contamination in the Beach Waters of Presque Isle State Park as Determined by
Real-time PCR

Steven Mauro- Mercyhurst College

In 2006, high bacterial loads in the beach waters of Presque Isle State Park (PISP) led
to over 40 beach closures. Similar problems were reported nationwide, accounting for
thousands of beach closures. This alarmingly high incidence of beach water
contamination has caused concern for public welfare, providing an impetus for
studies aimed at detecting sources of high bacterial loads in recreational waters.

As part of an EPA funded initiative involving multiple organizations of the local
scientific community, we monitored PISP beach waters with the goal of determining
potential sources of microbial pollution. Our methodology consisted of using real-
time PCR on specific classes of bacteria that would answer three specific questions:
1.) Where are beach water bacterial loads the highest?, 2.) Is the source of bacteria
found in the beach waters predominantly of human or non-human origin?, 3.) Is real-
time PCR a useful strategy to determine sources of bacterial contamination?

Our results indicate that Beach One had consistently higher bacterial contamination
compared to the other beaches of PISP. Additionally, Beach One had the highest
percentage of samples that tested positive for bacteria arising from human fecal
matter, with extremely high percentages present on days that coincide with high
overall bacterial presence. Interestingly, the days that Beach One had high human
dependent bacterial content coincided with spikes in human dependent and total
bacterial content in Walnut and Elk Creek, two of the larger tributaries West of PISP.
Together, our data is consistent with a model of human dependent bacterial
contamination originating from tributaries on West of PISP and highlights the utility
of real-time PCR in analysis of non-point sources of bacterial pollution.
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Shiga toxin gene distribution in diverse aquatic environments
Adam Olszewski - Mercyhurst College

The shiga toxin gene produces a protein that is pathogenic to humans, and can lead to
severe gastrointestinal illness. One of the transmissible agents of shiga toxin is
enterohaemorrhagic E.coli (including strain O157:H7), which harbors a bacteriophage
that expresses shiga toxin upon lysogenic induction.

Waterborne outbreaks of shiga toxin dependent sickness is a recurring problem in
both developed and under developed countries. This work focuses on examining the
interrelationship of three elements required for shiga toxin dissemination in an
aquatic ecosystem; the shiga toxin gene, E.coli, and bacteriophages. Using real-time
PCR, we have positively identified and determined the relative abundance of shiga
toxin DNA in over 700 samples from sand, beach water and streams in the vicinity of
Presque Isle State Park located on Lake Erie. We find that the abundance and
distribution of shiga toxin DNA is variable in these samples, and does not correlate
with the abundance of E.coli and viral counts at these locations. Of the samples
analyzed, the beach water tested positive for shiga toxin DNA most frequently,
despite having considerably lower numbers of E.coli and viral counts compared to
sand and stream samples. These results suggest that common microbial indicators of
water quality are not adequate in predicting the occurrence of organisms that harbor
the shiga toxin gene, and highlight the need for the development of standardized
pathogen specific detection protocols for waters utilized for recreational swimming.
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Beach Sanitary Survey Hydrodynamic Monitoring at Presque Isle State Park,
Summer 2007 — Progress and Preliminary Results

AM. Foyle*, J. Doehrel, A. Ethridge, S. Knapp, M. Ritz, M. Sayles — Penn State Erie

Understanding coastal hydrodynamics is essential to the success of predictive
hydrodynamic models that simulate water flow and water quality characteristics along
beaches. Recent data from Great Lakes beaches show that predictive statistical
models used in NowCasting can also be strengthened by incorporating variables
related to the longshore current and nearshore wave characteristics. Understanding
the water flow characteristics in a beach system allows, for example, bacterial
concentration measurements at a beach to be utilized in determining bacterial fluxes
into and out of a specific beach. This in turn allows prediction of if and when that
flux may reach beaches further downdrift. Thus, coastal management decision-
making can benefit from characterization of surfzone and nearshore water flow that
transports contaminants and sediments along bathing beaches.

Hydrodynamic monitoring was conducted twice per week for 10 weeks during
summer 2007 at Presque Isle State Park Beaches 2 and 10 to characterize typical
summer hydrodynamic conditions. Both sites were being near-simultaneously
monitored for water quality and/or shallow-substrate bacterial populations by other
participants in the EPA-funded BSS Program. Topography and longshore current
velocities were measured within the surfzone and nearshore landward of existing
breakwaters at both beach cells, as were wind, wave, bird-count, and cladophera
conditions (qualitatively). NOAA-modeled wind, wave and current data extended
hydrodynamic coverage for both sites to 1-2 km lakeward of the breakwaters. The
primary goal of the hydrodynamic monitoring is to identify typical surfzone and
nearshore flow rates, alongshore and onshore/offshore fluxes of water, and water
residence times for both sites. A secondary goal is to determine if NOAA near real-
time offshore model data can be a good proxy for conditions landward of the
breakwaters w